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ACADEMIC EDUCATION & QUALIFICATION 
Year(s) Education 

2001-2004 BA in Natural Sciences, University of Cambridge 

SCIENTIFIC EDUCATION & QUALIFICATION 
Year(s) Education 

2005-2009 PhD in Molecular Genetics of Brain Tumors, University of Cambridge. Supervisor: Prof V. 

Peter Collins 

PROFESSIONAL EXPERIENCE 
Year(s) Experience 

2016-present Group Leader – Pediatric Glioma Genomics, German Cancer Research Center (DKFZ) 

2012-2016 Senior PostDoc/Subgroup Leader  – Division of Pediatric Neurooncology, DKFZ 

2010-2012 PostDoc – Division of Pediatric Neurooncology, DKFZ 

2009-2010 PostDoc – University of Cambridge 

OTHER QUALIFICATIONS/ROLES/RESPONSIBILITIES 
Year(s)  

2015-present Member, Innovative Therapies for Childhood Cancer (ITCC) Biology Committee 

2011-present Member, SIOP Low-grade glioma & High-grade glioma working groups 

2014 Kind-Philipp Prize for research in the field of Pediatric Oncology 

2013 Waltraud-Lewenz Award for research in the field of Cancer Risk Factors & Prevention or 

Diagnostics & Experimental Therapeutics 
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PATENTS 
• Patent held: “Mutations of histone proteins associated with proliferative disorders” (WO 2013075237 A1) 
• Patent pending: “DNA methylation-based method for classifying tumor species” (WO 2016142533 A1) 

 


